Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.057; wR factor = 0.185; data-to-parameter ratio = 13.3.
In the triarylamine group of the title compound, C 26 H 20 N 2 O 2 , the N atom adopts an approximately trigonal-planar geometry, lying 0.046 (5) Å from the plane P defined by its three neighbouring C atoms; the benzene and two terminal phenyl rings are twisted by 37.4 (1), 31.4 (1) and 47.8 (1) , respectively from plane P. In the trans-stilbene fragment, the two benzene rings form a dihedral angle of 31.3 (1) . In the crystal, weak intermolecular C-HÁ Á ÁO interactions link the molecules into ribbons in [100] .
Related literature
For a related structure, see: Yang et al. (2003) . For background to push-pull chromophores, see: Marder et al. (1991) ; Reinhardt et al. (1998) Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 1; Àz þ 2; (ii) Àx þ 1; Ày þ 1; Àz þ 2.
Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
chromophores have been reported (Marder et al., 1991; Reinhardt et al., 1998) . As a part of an ongoing study of such type chromophores, here we report the crystal structure of the title compound, (I).
In (I) ( Fig. 1 ), all bond lengths and angles are normal and correspond to those observed in the related 4-(4-methoxystyryl)-N,N-diphenylaniline (Yang et al., 2003) . The C = C double bond ( = 1.276 (4) Å) in the molecule adopts a transconfiguration. The dihedral angle between the benzene ring of the triarylamine group and another benzene ring linked by double bond is 31.34 (13) °. In the crystal, weak intermolecular C-H···O interactions (Table 1) 7, 147.8, 147.4, 146.5, 145.0, 144.5, 133.5, 133.0, 130.0 129.7, 129.5, 129.4, 128.2, 126.7, 126.5, 125.1, 124.8, 124.3, 123.8 123.6, 122.8, 122.3 
Refinement
All hydrogen atoms were placed in geometrically idealized positions (C-H = 0.93 Å), and constrained to ride on their parent atoms, with U iso (H) = 1.2 U eq (C). The molecular structure of (I) showing the atomic numbering and 30% probability displacement ellipsoids. C7-N1-C13-C18 −39.1 (4) C22-C21-C26-C25 3.5 (4) C1-N1-C13-C18 147.1 (3) C20-C21-C26-C25 −177.4 (3) N1-C13-C14-C15 −174.2 (2)
Computing details

4-(4-Nitrostyryl)-N,N-diphenylaniline
Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A C15-H15···O1 i 0.93 2.58 3.481 (4) 162 C12-H12···O2 ii 0.93 2.56 3.308 (4) 138
Symmetry codes: (i) −x, −y+1, −z+2; (ii) −x+1, −y+1, −z+2.
